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Classification
M. thermoaceticaProperty

Cellular and metabolic properties of M. thermoacetica

Clostridium thermoaceticum ATCC 39073 (A) and the two
biochemists (B, C) who were primarily responsible for resolving the

acetyl-CoA or Wood-Ljungdahl pathway in C. thermoaceticum

Homoacetogenic conversion of glucose
to acetate by C. thermoaceticum

The acetyl-CoA or Wood-Ljungdahl pathway
as resolved from C. thermoaceticum

Mechanisms for the formation of a proton gradient
and the chemiosmotic conservation of energy by M.

thermoacetica

Hypothetical routes by which O-methyl groups from methoxylated
aromatic compounds can be utilized by M. thermoacetica

Scheme illustrating where the acetyl-CoA
pathway is blocked when nitrate is dissimilated

to ammonium by M. thermoacetica

Mechanisms by which M. thermoacetica
copes with O2 and oxidative stress

A. M. thermoacetica PT1 (DSM 12993) obtained from Kansas prairie soil.
B.  Lanes 2-7 are protein profiles of different strains of M. thermoacetica obtained

from either Kansas soil or Egyptian soil; cells were cultivated on fructose.  Lanes 1
and 8 are molecular weight standards.  All isolates have nearly identical metabolic
capabilities to M. thermoacetica ATCC 39073 and grow chemolithoautotrophically

at the expense of H2-CO2 or CO-CO2.
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A Few of the Gems in Clostridium thermoaceticum’s Treasure Chest

Thanks Lars!
Lars G. Ljungdahl
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